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Chloroplast - Arabidopsis thaliana [AAD39571]

Nitrosomonas europaea ATCC 19718 [NP_841469]

Mito - Chlamydomonas reinhardtii [XP_001697636]
Mito - Arabidopsis thaliana [AAM64677]

Escherichia coli str. K-12 [NP_414698]

Mito - Arabidopsis thaliana [AAM64402]

Rhodospirillum rubrum ATCC 11170 [YP_427652]

Rhizobium etli CFN 42 [YP_469336]

TARA_ERS488499_N000029

Shewanella sediminis HAW-EB3 [YP_001474604]

Dechloromonas aromatica RCB [YP_284732]

Yersinia enterocolitica subsp. enterocolitica 8081 [YP_001005391]

Chloroplast - Chlamydomonas reinhardtii [XP_001691442]

Nitrobacter winogradskyi Nb-255 [YP_318272]
Rhizobium etli CFN 42 [YP_469754]

Staphylococcus haemolyticus JCSC1435 [YP_253926]

TARA_ERS488673_N000052

Streptomyces coelicolor A3 [NP_626417]

TARA_ERS490452_N000022

Anabaena variabilis ATCC 29413 [YP_324439]

Deinococcus radiodurans R1 [NP_294162]

TARA_ERS490953_N000001

Anabaena variabilis ATCC 29413 [YP_324751]

TARA_ERS478052_N000010

Pasteurella multocida subsp. multocida str. Pm70 [NP_245257]

OBV_N00005

Yersinia enterocolitica [YP_001005080]

TARA_ERS490026_N000029

Rhizobium etli CFN 42 [NP_659818]

Corynebacterium efficiens YS-314 [NP_738699]

Nitrosomonas europaea ATCC 19718 [NP_841492]

Rhodospirillum rubrum ATCC 11170 [YP_426868]

Mito - Saccharomyces cerevisiae S288c [NP_013073]

Wolbachia endosymbiont of Drosophila melanogaster [NP_966636]

Nitrobacter winogradskyi Nb-255 [YP_318422]

Thermus thermophilus HB8 [YP_144901]

Chromobacterium violaceum ATCC 12472 [NP_903364]

Bacillus subtilis subsp. subtilis [NP_391096]

Mito - Homo sapiens [NP_112202]

Shewanella sediminis HAW-EB3 [YP_001472834]
Vibrio fischeri ES114 [YP_205517]

TARA_ERS490610_N000445

Rhodospirillum rubrum ATCC 11170 [YP_427358]

Candidatus Koribacter versatilis Ellin345 [YP_590657]

Pasteurella multocida subsp. multocida [NP_245395]

Mito - Chlamydomonas reinhardtii [XP_001692587]

Trichodesmium erythraeum IMS101 [YP_720401]

Rickettsia prowazekii str. Madrid E [NP_220861]

TARA_ERS488813_N000021

Chromobacterium violaceum ATCC 12472 [NP_900762]

Wolbachia endosymbiont strain TRS of Brugia malayi [YP_197858]

TARA_ERS490346_N000423

TARA_ERS488448_N000015

TARA_ERS478007_N000001

Trichodesmium erythraeum IMS101 [YP_723452]

Vibrio fischeri ES114 [YP_204002]

Mito - Homo sapiens [NP_919255]

Herpetosiphon aurantiacus DSM 785 [YP_001545460]

Anabaena variabilis ATCC 29413 [YP_320724]

Yersinia enterocolitica subsp. enterocolitica 8081 [YP_001006412]

Mito - Saccharomyces cerevisiae S288c [NP_015392]

TARA_ERS488701_N000071

Salinibacter ruber DSM 13855 [YP_445442]

Escherichia coli str. K-12 [NP_416199]

Trichodesmium erythraeum IMS101 [YP_723625]

TARA_ERS490120_N000433

Cytophaga hutchinsonii ATCC 33406 [YP_679118]

Anabaena variabilis ATCC 29413 [YP_321810]

Escherichia coli str. K-12 [NP_417023]

Candidatus Solibacter usitatus Ellin6076 [YP_825449]

Roseiflexus castenholzii DSM 13941 [YP_001431868]

Rickettsia prowazekii str. Madrid E [NP_220457]
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